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Abstract: To explore the ingredients and possible mechanisms of Mulberry for controlling coronary heart

Wi EE: 2022-01-10
ELWHE: EZREAHATRITE (2017YFC1703506 ); 245£ R A4 fidt e Sh 8o 4 g% (2019007)

Supported by: National Key Research and Development Project of China (No. 2017YFC1703506); Construction of Health Efficacy Database of
Medicinal and Food Homologous Ingredients (No. 2019007)

EEE: R, 2o, 1993 FFHAE, R4, BFFT 5 0 25 & W R BE 4248 58T, E-mail: 20190209@njucm.edu.cn.
BIWAEE: 30k, 2o, 1973 i, Wi, B2, U0 mh 25 & [EIE SO 424 . E-mail: njliwl@njucm.edu.cn.




0

FrooR

@%mm&mmﬁ

SCIENCE AND TECHNOLOGY OF CEREALS,OILS AND FOODS

disease of liver and kidney yin deficiency based on network pharmacology and molecular docking. The
active components and common targets of Mulberry combating coronary heart disease of liver and kidney yin
deficiency were obtained from TCMSP, TCMID, Swiss TargetPrediction, and GeneCards databases; cytoscape
software was used to generate component-target-disease interaction network diagram. PPI network was
constructed and analyzed by STRING database; with the help of DAVID database, the GO function analysis
and KEGG pathway enrichment analysis were carried out, and finally Schrodinger Maestro was used to
verify the molecular docking of main active ingredients and key targets. There were 14 active components in
Mulberry, and 134 target genes were associated with coronary heart disease of liver and kidney yin deficiency.
Predicted target genes mainly acted on TNF, PI3K/AKT signaling pathways to prevent and treat coronary
heart disease with liver and kidney yin deficiency by regulating inflammation, apoptosis and blood
circulation. Molecular docking results showed that the main active ingredients had good binding properties
with candidate target proteins. The study preliminarily reveals that Mulberry can prevent and treat coronary
heart disease of liver and kidney yin deficiency through multi- components, multi-targets and multi-pathways.
The results can provide theoretical reference and new research direction for the development of Mulberry and
functional foods for controlling the coronary heart disease of liver and kidney yin deficiency.
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Fig. 1 Intersection target genes of mulberry and CHD
of liver and kidney yin deficiency syndrome
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Fig.5 GO biological process, cell component, molecular function analysis
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