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Application potential of grain and oil processing by-products
in research of microbial-oriented food
HAN Wei, Tan Yun, ZHANG Yun-peng, LUO Xiao-hong, MIAO Hai-jiang, CHEN Yuan,
ZHUANG Xu-hui, ZOU Hai-jie, CHEN Hong-juan
(Academy of National Food and Strategic Reserves Administration, Beijing 100037)

Abstract: Hundreds of millions of bacteria adhere to human intestinal epithelium, which are the participants
of human health and physiological functions, and also an important target covered by the concept of
comprehensive health. So far, the supplementation of prebiotics remainsare still one of the effective means to
regulate intestinal microbiota and promote the growth of beneficial microbes. The by-productsof grain and oil
processing are abundant in variety and yield, and many of them can be utilized by human intestinal
microbiota, which are one of the sources of high-quality prebiotics, and also the important material basis and
raw material source in the development of “microbial-oriented food”.

Key words: by-productsof grain and oil processing; prebiotics; probiotics;intestinal microflora; microbial-

oriented food
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